
 

The Evolution of Antimicrobial Resistance in Mexico 

During the Last Decade: Results from the INVIFAR Group 

Abstract 

Background: Surveillance of antimicrobial resistance (AMR) requires an international 

approach with national and local strategies. Our aim was to summarize a retrospective 10-

year report of antibiotic resistance of gram-positive and gram-negative bacteria in 

Mexico. Methods: A total of 46 centers from 22 states of Mexico participated. Databases of 

AMR from January 2009 to December 2018 were included for most species. The 10-year 

period was divided into five 2-year periods. Results: For Staphylococcus aureus, a 

decrease in resistance in all specimens was observed for erythromycin and oxacillin (p < 

0.0001 for each). For Enterobacter spp., resistance to meropenem increased for urine 

specimens (p = 0.0042). For Klebsiella spp., increased drug resistance in specimens 

collected from blood was observed for trimethoprim/sulfamethoxazole, gentamicin, 

tobramycin (p < 0.0001 for each), meropenem (p = 0.0014), and aztreonam (p = 0.0030). 

For Acinetobacter baumannii complex, high drug resistance was detected for almost all 

antibiotics, including carbapenems, except for tobramycin, which showed decreased 

resistance for urine, respiratory, and blood isolates (p < 0.0001 for each), and for amikacin, 

which showed a decrease in resistance in urine specimens (p = 0.0002). An increase in 

resistance to cefepime was found for urine, respiratory, and blood specimens (p < 0.0001 

for each). For Pseudomonas aeruginosa, aztreonam resistance increased for isolates 

recovered from blood (p = 0.0001).  

Conclusion: This laboratory-based surveillance of antibiotic resistance shows that 

resistance is increasing for some antibiotics in different bacterial species in Mexico and 

highlights the need for continuous monitoring of antibiotic resistance. 

 

 

 

 

 

 

 



 

Dynamics of colonization in patients with health care-
associated infections at step-down care units from a 
tertiary care hospital in Mexico 

 

Abstract 

Background: Patient colonization has been suggested as a risk factor in hospital-
associated infections (HAI) development, which are of the most frequent 
complications in hospitals. 

Objective: To examine the colonization process and possible transmission routes 
of HAI-causative agents in step-down care unit (SDCU) patients. 

Methods: Patients admitted to SDCU within 48 hours of admission that had no 
evidence of infection present, nurse health care workers (HCWs), and relatives of 
infected patients were included. Participants were sampled and cultured at different 
times in different body surfaces. Environmental surfaces and medical devices were 
also sampled. Antimicrobial susceptibility and clonal relatedness were determined in 
selected HAI-causative agents, environmental, nurse HCWs, and patient isolates. 

Results: A total of 2,735 isolates corresponding to 126 species were identified. Of 
the 11 patients included, 8 developed 1-3 HAIs (14 isolates recovered as HAI-
causative agents). Acinetobacter baumannii (36% of infections) was distributed in 
clone A (n = 1), B (n = 3), and F (n = 1); Klebsiella pneumoniae (29%) in clones A (n 
= 2) and B (n = 1) and Enterobacter cloacae (7%) in one clone A. Causative agents 
were progressively recovered from environmental surfaces and medical devices 
before and after HAI onset. 

Conclusions: Highly related strains were recovered from environmental surfaces, 
patients, and nurse HCWs before and after HAI outcome. This is a first step to 
examine colonization process in SDCU settings and provides a base for further 
studies to understand colonization dynamics and the role of patients' relatives and 
nurse HCWs in organism transmission in the SDCU. 

 

 

 

 



 

ZBTB gene expression in HIV patients: a possible new 
molecular mechanism of viral control 

Abstract 

HIV infects its target cell and integrates into its genome as an essential step in its 
replication cycle. Proviral DNA is also subjected to the same transcriptional 
regulation as the host cell genome by its own transcriptional factors, with activating 
or repressive activity. There is a clear interaction between the presence of 
transcriptional repressors and a decrease in the rate of HIV replication, promoting 
gene silencing in infected cells, which serve as viral reservoirs. This represents a 
major obstacle for HIV eradication. The ZBTB gene family comprises 49 genes that 
encode transcription factors that have a repressor function in differentiation and 
development of cells of the lymphopoietic lineage, including the main target cells of 
HIV, CD4+ T cells. In this cross-sectional study, we evaluated the expression profile 
of ZBTB genes in CD4+ T cells of HIV-positive individuals with different levels of 
infection control. We found upregulation of gene expression of ZBTB4 (p < 0.01), 
ZBTB7B (p < 0.001), and ZBTB38 (p < 0.05) and downregulation of ZBTB16 (p < 
0.01) in HIV-positive patients compared to HIV-negative individuals. Interestingly, in 
a deeper analysis, we observed that elite controllers had the highest levels of 
expression of the ZBTB38, ZBTB2, HIC1, ZBTB7A, ZBTB7B (ThPOK) and ZBTB4 
genes, showing 2.56- to 7.60-fold upregulation compare to the ART-naïve group. 
These results suggest a possible contribution of these ZBTB transcriptional 
repressors in HIV-positive patients and a possible new molecular mechanism of viral 
control. 

 

 

 

 

 

 



 

Evidence for Increased Inflammatory 
Cytokine Profile in Hepatitis E Virus-
Infected Obese Patients: Implications 
for Chronic Liver Disease 

 

Abstract 

We aimed to characterize the contribution of hepatitis E virus (HEV) in perpetuating 
the cytokine-mediated inflammatory setting related to liver damage in the context of 
obesity. Herein, serum samples from patients with liver disease were retrospectively 
analyzed and categorized as normal-weight patients (NW), overweight patients 
(OW), obese patients (ObP), and high alcohol consumer patients (HAC), and 
biochemical, anthropometrical, and transient elastography measurements were 
obtained. The positivity for immunoglobulin M (IgM) and immunoglobulin G (IgG) 
anti-HEV antibodies in samples was determined by enzyme-linked immunosorbent 
assay. Available samples from ObP were tested by reverse transcription-nested 
polymerase chain reaction for the presence of HEV-RNA. Cytokine profile in the 
serum of ObP was identified using a multiplexed immune assay. Globally, the 
highest frequency of IgG anti-HEV was found in ObP (57.5%), followed by HAC 
(20%), OW (15%), and NW (7.5%). A strong association between HEV serology and 
obesity was found (odds ratio = 4.21, confidence interval = 1.91.9.27) with a cutoff 
of 29.3 kg/m2 (area under curve [AUC] = 0-66; p = 0.003) and, a 23.7% of available 
samples of ObP provided amplification of HEV genome. Cytokine analysis revealed 
significantly higher levels of proinflammatory cytokines (interleukin [IL]-12, interferon 
[IFN]-γ, and IL-1β) in IgG anti-HEV-positive ObP than in IgG anti-HEV-negative ObP. 
Moreover, a high proportion of patients with positive serology showed advanced liver 
damage. In conclusion, the high percentage of anti-HEV antibodies and viral RNA 
detection in the setting of an excess of fat, along with an associated proinflammatory 
cytokine profile found in IgG anti-HEV-positive ObP with more severe liver disease, 
support an interplay between HEV and obesity. 

 

 

 



Latin American Association for the study of the liver 
(ALEH) practice guidance for the diagnosis and treatment 
of non-alcoholic fatty liver disease 

 

Abstract 

Non-alcoholic fatty liver disease (NAFLD) currently represents an epidemic 
worldwide. NAFLD is the most frequently diagnosed chronic liver disease, affecting 
20-30% of the general population. Furthermore, its prevalence is predicted to 
increase exponentially in the next decades, concomitantly with the global epidemic 
of obesity, type 2 diabetes mellitus (T2DM), and sedentary lifestyle. NAFLD is a 
clinical syndrome that encompasses a wide spectrum of associated diseases and 
hepatic complications such as hepatocellular carcinoma (HCC). Moreover, this 
disease is believed to become the main indication for liver transplantation in the near 
future. Since NAFLD management represents a growing challenge for primary care 
physicians, the Asociación Latinoamericana para el Estudio del Hígado (ALEH) has 
decided to organize this Practice Guidance for the Diagnosis and Treatment of Non-
Alcoholic Fatty Liver Disease, written by Latin-American specialists in different 
clinical areas, and destined to general practitioners, internal medicine specialists, 
endocrinologists, diabetologists, gastroenterologists, and hepatologists. The main 
purpose of this document is to improve patient care and awareness of NAFLD. The 
information provided in this guidance may also be useful in assisting stakeholders in 
the decision-making process related to NAFLD. Since new evidence is constantly 
emerging on different aspects of the disease, updates to this guideline will be 
required in future. 

 

 

 

 

 

 

 

 



Genomic Characterization of a Rare, de Novo Unbalanced 
ins(3;1)(p25.3;q21.3q23.3) in a Female Child with Multiple 
Congenital Anomalies 

 

Abstract 

"Simple" 1-way interchromosomal insertions involving an interstitial 1q segment are 
rare, and therefore, their characterization at the base pair level remains 
understudied. Here, we describe the genomic characterization of a previously 
unreported de novo interchromosomal insertion (3;1) entailing an about 12-Mb pure 
gain of 1q21.3q23.3 that causes typical (microcephaly, developmental delay, and 
facial dysmorphism) and atypical (interauricular communication, small feet with 
bilateral deep plantar creases, syndactyly of II-IV toes, and mild pachyonychia of all 
toes) clinical manifestations associated with this region. Based on our analyses, we 
hypothesize that the duplication of a subset of morbid genes (including LMNA, USF1, 
VANGL2, LOR, and POGZ) could account for most clinical findings in our patient. 
Furthermore, the apparent disruption of a promoter region (between CPNE9 and 
BRPF1) and a topologically associated domain also suggests likely pathogenic 
reconfiguration/position effects to contribute to the patient's phenotype. In addition 
to further expanding the clinical spectrum of proximal 1q duplications and evidencing 
the phenotypical heterogeneity among similar carriers, our genomic findings and 
observations suggest that randomness - rather than lethality issues - may account 
for the paucity of "simple" interchromosomal insertions involving the 1q21.3q23.3 
region as genomic donor and distal 3p25.3 as receptor. Moreover, the 
microhomology sequence found at the insertion breakpoint is consistent with a 
simple nonhomologous end-joining mechanism, in contrast to a chromothripsis-like 
event, which has previously been seen in other nonrecurrent insertions. Taken 
together, the data gathered in this study allowed us to inform this family about the 
low recurrence risk but not to predict the reproductive prognosis for hypothetical 
carriers. We highlight that genomic-level assessment is a powerful tool that allows 
the visualization of the full landscape of sporadic chromosomal injuries and can be 
used to improve genetic counseling. 

 

 

 

 

 



 

A cross-sectional report on melasma among Hispanic 
patients: Evaluating the role of oral tranexamic acid versus 
oral tranexamic acid plus hydroquinone 

No abstract available 

 

Clinical Outcomes after Total Pancreatectomy: A 
Prospective Multicenter Pan-European Snapshot Study 

Abstract 

Objective: To assess outcomes among patients undergoing total pancreatectomy 
(TP) including predictors for complications and in-hospital mortality. 

Background: Current studies on TP mostly originate from high-volume centers 
and span long time periods and therefore may not reflect daily practice. 

Methods: This prospective pan-European snapshot study included patients who 
underwent elective (primary or completion) TP in 43 centers in 16 European 
countries (June 2018-June 2019). Subgroup analysis included cut-off values for 
annual volume of pancreatoduodenectomies (<60 vs. ≥60). Predictors for major 
complications and in-hospital mortality were assessed in multivariable logistic 
regression. 

Results: In total, 277 patients underwent TP, mostly for malignant disease (73%). 
Major postoperative complications occurred in 70 patients (25%). Median hospital 
stay was 12 days (IQR 9-18) and 40 patients were readmitted (15%). In-hospital 
mortality was 5% and 90-day mortality 8%. In the subgroup analysis, in-hospital 
mortality was lower in patients operated in centers with ≥60 
pancreatoduodenectomies compared < 60 (4% vs. 10%, p = 0.046). In 
multivariable analysis, annual volume < 60 pancreatoduodenectomies (OR 3.78, 
95%CI 1.18-12.16, p = 0.026), age (OR 1.07, 95%CI 1.01-1.14, p = 0.046), and 
estimated blood loss ≥2L (OR 11.89, 95%CI 2.64-53.61, p = 0.001) were 
associated with in-hospital mortality. ASA ≥3 (OR 2.87, 95%CI 1.56-5.26, p = 
0.001) and estimated blood loss ≥2L (OR 3.52, 95%CI 1.25-9.90, p = 0.017) were 
associated with major complications. 

 

 



 

Conclusion: This pan-European prospective snapshot study found a 5% in-
hospital after TP. The identified predictors for mortality, including low-volume 
centers, age, and increased blood loss, may be used to improve outcomes. 

 

Expression of BAFF and BAFF receptors in primary 
Sjögren's syndrome patients with ectopic germinal center-
like structures 

Abstract 

B cell-activating factor (BAFF) is an essential cytokine in primary Sjögren's 
syndrome (pSS) physiopathology. It has been reported that pSS patients develop 
germinal center-like (GC-like) structures in their minor salivary glands (MSGs). 
BAFF, BAFF-R, TACI, and BCMA expression was analyzed in MSGs from 29 
subjects (nonspecific chronic sialadenitis and focal lymphocytic sialadenitis with the 
presence [pSS-GC(+)] or absence [pSS-GC(-)] of GC-like structures). Twenty-four 
percent of patients showed ectopic GC-like structures and a high focus score [p < 
0.001 vs pSS-GC(-)]. BAFF serum levels (sBAFF) were high in pSS patients (p = 
0.025 vs healthy subjects). However, the pSS-GC(-) group showed higher sBAFF 
levels than pSS-GC(+) patients. BAFF and BAFF-R glandular expression levels 
were higher in pSS-GC(+) patients, without significant differences compared to pSS-
GC(-) patients. Soluble levels of BAFF correlated with anti-La/SSB antibodies and 
disease duration. Our results showed that BAFF could contribute to focal 
lymphocytic infiltration. The role of BAFF-binding receptors in MSGs is proposed as 
a mechanism for the possible establishment of ectopic GC-like structures and 
disease progression in some patients. In conclusion, this study supports previous 
evidence that considers the active BAFF system role in the pathogenesis of pSS and 
the need for strong biomarkers in this disease. 

 

 

 

 

 

 

 

 



 

Fear of COVID-19 Scale for Hospital Staff in Regional 
Hospitals in Mexico: a Brief Report 

Abstract 

The presence of COVID-19 has had psychological consequences among health 
personnel; these include fear, anxiety, and depression. In the current study, we used 
the Fear of COVID-19 Scale (FCV-19S) to assess the response to fear within health 
staff in Mexico. This was a cross-sectional survey study in which we administered 
the Spanish version of the FCV-19S to hospital staff. The FCV-19S is a seven-item 
questionnaire that assesses the severity of fear caused by COVID-19. A total of 2860 
participants-1641 female and 1218 male personnel from three hospitals-were 
included in the study. The internal reliability of the scale was good, with Cronbach's 
alpha of .902. A confirmatory factor analysis (CFA) was conducted on the seven 
items of the FCV-19S, showing good model fit (χ 2 (7) = 29.40, p < .001; CFI = .99; 
TLI = .99; RMSEA = .03; SRMR = .010; AIC = 71.40). We found a global FCV-19S 
mean score of 19.3 ± 6.9, with a significant difference in scores between women and 
men. Our survey shows a significantly higher level of fear in nursing and 
administrative personnel, which may be explained by the nursing staff being in close 
contact with infected patients and the administrative staff lacking understanding of 
the possible implications of the infection, compared with nonclinical hospital 
personnel. Our results are consistent with those of other researchers. We must 
remember that fear is a reaction and that we must be courageous enough to trust 
validated infection prevention practices to provide the highest standard of care, in 
the safest environment that we can, for as long as we can. 

 

 

 

 

 

 

 

 



Acute kidney injury in renal trauma patients 

 

Abstract 

Background: The kidney is the most commonly injured organ of the genitourinary 
system during trauma. We describe the associated risk factors for the development 
of acute kidney injury (AKI) in patients with renal trauma (RT). 

Materials and methods: We prospectively analyzed data from 65 patients who 
suffered RT from 2015 to 2019 at the Hospital Civil de Guadalajara. Demographic 
variables, clinical characteristics, and AKI risk factors were described. We assessed 
the risk factors related to AKI development. 

Results: In our study cohort, 60 (92.3%) patients were men, mean age 25 (20 - 30) 
years; the most common cause of RT was firearm injury in 26 (40%) of patients and 
46 (70%) required surgery. AKI associated with RT developed in 39 (60%) patients. 
There were no differences between patients with or without AKI requiring 
nephrectomy (35.9 vs. 19.2%, p = 0.15). RT was classified as high-grade in 37 
(56.9%) cases; high-grade RT increased four-fold the probability of AKI (adjusted 
OR 3.95, p = 0.05). A model for AKI prediction during RT was built with the most 
relevant variables: firearm injury, shock, emergency surgery, high-grade RT, and 
liver injury, all predicting AKI (ROC-AUC of 0.74 p = 0.02). 

Conclusion: AKI occurred in 60% of cases with RT, and it was significantly 
associated with high-grade RT. Further studies will be required to confirm this 
association in other populations, which could lead to an earlier and proactive 
management of AKI in this setting. 

 

 

 

 

 

 

 



Prone positioning in non-intubated patients with COVID-19 
associated acute respiratory failure, the PRO-CARF trial: A 
structured summary of a study protocol for a randomised 
controlled trial 

Abstract 

Objectives: To assess the effect of prone positioning therapy on intubation rate in 
awake patients with COVID-19 and acute respiratory failure. 

Trial design: This is a two-center parallel group, superiority, randomized (1:1 
allocation ratio) controlled trial. 

Participants: All patients admitted to the Hospital Civil de Guadalajara and Hospital 
General de Occidente in Mexico for COVID-19 associated acute respiratory failure 
and in need of supplementary oxygen through high-flow nasal cannula are screened 
for eligibility. 

Inclusion criteria: all adult patients admitted to the COVID-19 unit who test positive 
for COVID-19 by PCR-test and in need for oxygen are eligible for inclusion. 
Randomization starts upon identification of requirement of a fraction of inspired 
oxygen ≥30% for an oxygen capillary saturation of ≥90% Exclusion criteria: less than 
18 years-old, pregnancy, patients with immediate need of invasive mechanical 
ventilation (altered mental status, fatigue), vasopressor requirement to maintain 
median arterial pressure >65 mmHg, contraindications for prone positioning therapy 
(recent abdominal or thoracic surgery or trauma, facial, pelvic or spine fracture, 
untreated pneumothorax, do-not-resuscitate or do-not-intubate order, refusal or 
inability of the patient to enroll in the study. 

Intervention and comparator: Patients of the intervention group will be asked to 
remain in a prone position throughout the day as long as possible, with breaks 
according to tolerance. Pillows will be offered for maximizing comfort at chest, pelvis 
and knees. Monitoring of vital signs will not be suspended. Inspired fraction of 
oxygen will be titrated to maintain a capillary saturation of 92%-95%. For patients in 
the control group, prone positioning will be allowed as a rescue therapy. Staff 
intensivists will monitor the patient's status in both groups on a 24/7 basis. All other 
treatment will be unchanged and left to the attending physicians. 

Main outcomes: Endotracheal intubation rate for mechanical ventilation at 28 days. 

 

 



Randomisation: Patients will be randomly allocated to either prone positioning or 
control group at 1:1 ratio. Such randomization will be computer generated and 
stratified by center with permuted blocks and length of 4. 

Blinding (masking): Due to logistical reasons, only principal investigators and the 
data analyst will be blinded to group assignment. 

Numbers to be randomised (sample size): With an intubation rate of 60% 
according to recent reports from some American centers, and assuming a decrease 
to 40% to be clinically relevant, we calculated a total of 96 patients per group, for a 
beta error of 0.2, and alpha of 0.5. Therefore, we plan to recruit 200 patients, 
accounting for minimal losses to follow up, with 100 non-intubated patients in the 
prone position group and a 100 in the control group. 

Trial status: The local registration number is 048-20, with the protocol version 
number 2.0. The date of approval is 3rd May 2020. Recruitment started on 3rd May 
and is expected to end in December 2020. 

Trial registration: The protocol was retrospectively registered under the title: 
"Prone Positioning in Non-intubated Patients With COVID-19 Associated Acute 
Respiratory Failure. The PRO-CARF trial" in ClinicalTrials.gov with the registration 
number:  Registered on 20 July 2020. 

Full protocol: The full protocol is attached as an additional file, accessible from the 
Trials website (Additional file 1). In the interest in expediting dissemination of this 
material, the familiar formatting has been eliminated; this Letter serves as a 
summary of the key elements of the full protocol. The study protocol has been 
reported in accordance with the Standard Protocol Items: Recommendations for 
Clinical Interventional Trials (SPIRIT) guidelines (Additional file 2). 

Keywords: COVID-19; acute respiratory failure; awake prone-positioning; 
endotracheal intubation; high-flow nasal cannula; protocol; randomised controlled 
trial. 

 

 

 

 

 

 



Sustainable Development Goals relevant to kidney health: 
an update on progress 

 

Abstract 

Globally, more than 5 million people die annually from lack of access to critical 
treatments for kidney disease - by 2040, chronic kidney disease is projected to be 
the fifth leading cause of death worldwide. Kidney diseases are particularly 
challenging to tackle because they are pathologically diverse and are often 
asymptomatic. As such, kidney disease is often diagnosed late, and the global 
burden of kidney disease continues to be underappreciated. When kidney disease 
is not detected and treated early, patient care requires specialized resources that 
drive up cost, place many people at risk of catastrophic health expenditure and pose 
high opportunity costs for health systems. Prevention of kidney disease is highly 
cost-effective but requires a multisectoral holistic approach. Each Sustainable 
Development Goal (SDG) has the potential to impact kidney disease risk or improve 
early diagnosis and treatment, and thus reduce the need for high-cost care. All 
countries have agreed to strive to achieve the SDGs, but progress is disjointed and 
uneven among and within countries. The six SDG Transformations framework can 
be used to examine SDGs with relevance to kidney health that require attention and 
reveal inter-linkages among the SDGs that should accelerate progress. 

 

 

 

 

 

 

 

 

 



Corrigendum to "Molecular characterization and 
pathogenicity determination of hypervirulent Klebsiella 
pneumoniae clinical isolates serotype K2 in Mexico" 
[Diagn Microbiol Infect Dis 2019;94(3):316-319] 

 

Metabolic syndrome in rheumatoid arthritis patients: 
Relationship among its clinical components 
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Abstract 

Background: Metabolic syndrome (MetS) prevalence in rheumatoid arthritis (RA) 
patients is known to vary considerably across the world. This study aimed to 
determine the prevalence of MetS in RA patients from western Mexico and to 
analyze the interrelation of the MetS components with the clinical variables of RA. 

Methods: This case-control study included 216 RA patients and 260 control subjects 
(CS). MetS prevalence was determined according to the NCEP/ATP III and the Latin 
American Consensus of the Latin American Diabetes Association (ALAD) criteria. 

Results: MetS was observed in 30.6% RA patients and 33.3% of controls (p > 0.05) 
according to NCEP/ATP III and 28.7% in RA patients and 31.1% for controls using 
ALAD criteria. Total cholesterol, LDL-C, and Castelli's I-II indexes were lower in RA 
(p < 0.001) than in CS. The RA patients with MetS had more swollen joints than 
those without MetS (p = 0.018). In RA patients with MetS, DAS-28 score correlated 
with smoking index (rho = 0.4601, p = 0.0004) and VLDL-C (rho = 0.3108, p = 
0.0056); similarly, rheumatoid factor (RF) correlated with age (rho = 0.2031, p = 
0.0027), smoking index (rho = 0.3404, p < 0.0001), triglycerides (rho = 0.1958, p = 
0.0039), and VLDL-C (rho = 0.1761, p = 0.0162). 

Conclusions: The MetS prevalence in RA patients from western Mexico is not 
higher than controls; however, in RA patients with MetS, some inflammatory markers 
are associated with MetS components; thus, the control of MetS in RA could be 
beneficial to regulate disease activity. 
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Association of cardiometabolic risk status with clinical 
activity and damage in systemic lupus erythematosus 
patients: A cross-sectional study 

Abstract 

Cardiometabolic status is a key factor in mortality by cardiovascular disease (CVD) 
in systemic lupus erythematosus (SLE). This study evaluated the association of 
cardiometabolic risk status with clinical activity and damage in SLE patients. A cross-
sectional study was conducted in 158 SLE patients and 123 healthy subjects (HS). 
Anthropometry, glucose, hs-CRP, lipid profile, oxLDL, sCD36, anti-oxLDL 
antibodies, and cardiometabolic indexes were evaluated. SLE patients had 
dyslipidemia, higher sCD36, anti-oxLDL antibodies, hs-CRP, and risk (OR > 2) to 
present Castelli score ≥ 4.5, HDL-C < 40 mg/dL and LDL-C ≥ 100 mg/dL. Disease 
evolution time was correlated with glucose and BMI, damage with TG, and clinical 
activity with TG, TG/HDL-C ratio, and Kannel index. Active SLE patients had risk 
(OR > 2) to present a Castelli score ≥ 4.5, Kannel score ≥ 3, TG/HDL-C ratio ≥ 3 and 
HDL-C < 40 mg/dL. In conclusion, SLE patients have high cardiometabolic risk to 
CVD related to disease evolution time, and clinical activity. 

 

 

 


